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MODULE 4: NEW GENUS

(if more than one genus is to be created, please complete additional copies of this section)

Code |2008.000B.01 (assigned by ICTV officers)

To create a new genus assigned as follows:

Fill in all that apply. Ideally, a genus
should be placed within a higher taxon,
but if not put “unassigned” here.

Subfamily: | Picovirinae
Family: | Podovirinae
Order: | Caudovirales

Code |2008.007B.01 (assigned by ICTV officers)

To name the new genus: The 44AHJD-like viruses

Code ‘ 2008.008B.01 ‘ (assigned by ICTV officers)

To assign the following as species in the new genus:
You may list several species here. For each species, please state whether it is new or existing.
e |f the species is new, please complete Module 5 to create it.
e |f the species already exists, please state whether it is unassigned or is to be removed from
another genus and, if the latter, complete module 6(a) to ‘REMOVE’ it from that genus.

Staphylococcus phage 44AHID (new)
Streptococcus phage C1 (new)

Code |2008.009B.01 (assigned by ICTV officers)

Note: every genus must have a type species

To designate the following as the type species in the new genus:
Staphylococcus phage 44AHID

Argument to justify the creation of a new genus:

The 44 AHJD-like phages in the CoreGenes analysis can be considered as very closely related
(>85%) and include Staphylococcus phages 44AHJD (Vybriral et al., 2003), P68, SAP-2 and
66 Kwan et al., 2005). They can morphologically be distinguished from the ¢29-likes by
their isometric heads, which supports placing them as a separate entity apart from the ¢29-
like phages. Further evidence which distinguishes them from 929 group comes from their
genome analysis which reveals that the 44AHJD and P68 lysis genes (amidases) are located
within the morphogenesis genes rather than downstream, as is observed with ¢29.
Furthermore, these phages lack a classical holin-lysin cassette. Lastly, the gene for the major
capsid protein (gp8) of 929 and its close relatives is located in the left third of the genome,
while the analogous genes in 44AHJD and P68 (gp20) are near the right end of the genome.

Origin of the new genus name:

| After type species

Argument to justify the choice of type species:
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Argument to justify the choice of type species:

| First sequenced member of this genus

Species demarcation criteria in the genus:
If there will be more than one species in the new genus, list the criteria being used for species
demarcation and explain how the proposed members meet these criteria.

| No genome-wide DNA homology
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Annexes:
See appended manuscript
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